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Historical linguistics involves the study of language change over time, and is often aided by the use of cross-
linguistic data. Cross-Linguistic Data Formats (CLDF, Forkel et al. 2018) provides a standardized way to
represent and exchange such data, while cldfbench (Forkel & List 2020) is a workflow model that facilitates
the management and analysis of CLDF data. In this study, we demonstrate how CLDF and cldfbench can be
used to tackle commonplace tasks in historical linguistics, such as analyzing word lists to identify cognates
and building phylogenies. By using CLDF as both input and output, we aim to show how these tools can help
streamline the process of working with cross-linguistic data in historical linguistics, from the initial stage of
collecting data from “old sources” (i.e., physical sources such as dictionaries and language documentation
materials) to the final stage of constructing phylogenies that represent the relationships between languages.
We will demonstrate how to automatically compute cognates (List 2018, List 2021) in word lists using
resources such as Concepticon (List 2022) and Glottolog (Hammarström 2022), and how to use these lists asinput for BEAST (Bouckaert et al. 2014) to compute phylogenies. Since cldfbench supports a workflow that involves using “raw” source data and converting it to one or more CLDF datasets with the help of custom configurations and/or additional Python code, we aim to showcase how this can be utilized to prepare datasets for individual research questions. CLDF, cldfbench, and the aforementioned workflows can help researchers to efficiently process and analyze large amounts of data, and facilitate the integration of data from multiple 
sources.
Overall, our goal is to demonstrate the utility of CLDF and CldfBench for researchers in the field of historical 
linguistics, and to encourage their adoption as standard tools for handling cross-linguistic data. By showcasing 
innovative approaches to working with standardized cross-linguistic data, we hope to inspire new ideas and 
perspectives on how to build fresh phyologenies from “old data”.
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