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SCIENTIFIC VITA

2006 Full Professor “Quantitative Systems Biology”,
Chalmers University, Gothenburg, Sweden

2004 Venia Legendi in Cell Biology, University of Heidelberg

2003 Group leader of the tenure-track Boveri-group
“Systems Biology of Signal Transduction”, DKFZ Heidelberg
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1992 Postdoctoral fellow, Harvard Medical School (Boston, USA) Group of Prof. Dr.
Lewis C. Cantley

1992 Graduate studies at the University of Heidelberg
Thesis Center for Molecular Biology Heidelberg (ZMBH)

1988 Diploma in molecular biology, cell biology and virology University of

Heidelberg Diploma thesis Center for Molecular Biology Heidelberg (ZMBH)
FIELDS OF INTEREST

Systems biology of signal transduction, dynamic pathway modeling, quantitative data generation
in the hematopoietic and hepatocellular system, live cell imaging, quantitative proteomics, signal
transduction through cytokine receptors

COORDINATING FUNCTIONS

2007-present Co-coordinator of the network “Hepatocyte Regeneration” in the 2. Funding period
of HEPATOSYS funded by the BMBF

2007-present Co-coordinator of the network SBCancer of the Helmholtz Association funding
initiative on systems biology

2006-present Board of Trustees German Cancer Research Center (DKFZ),

2006-present SysMo (Funding Initiative Systems Biology of Microorganisms),

2006-present BBSRC funding initiative on Systems Biology

2006 Chair of the organization committee of the international conference “Systems
Biololgy of Mammalian Cells (SBMC)”, 2006, Heidelberg, Germany



2005-present Roche Diagnostics scientific advisory board

2004-present Coordinator of Explorative Project “Near-infrared nanocrystal-based quantitative
protein arrays”, NGFN2

CURRENTLY FUNDED PROJECTS

Explorative Project “Near-infrared nanocrystal-based quantitative protein arrays”, NGFN2; EU-
STREP “COSBICS”; Projects B1, B5, B6 and C2 with in the 2. Funding period of HEPATOSYS
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by the BMBF within ForSys,
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